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Figure 5  Structure of hemispherical and spherical oligosaccharide/ L-lysine based peptide dendrimer
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Development of Synthesis of Peptide Dendrimer

ZENG Shitong, YANG Yong, YUAN Xubo. CHANG Jin'
(Institute of Nanobiotechnology > School of Materials: Tianjin University» Tianjin 300072, China)

Abstract ; Peptide dendrimer, as a member of dendrimeric materials, has a lot of unique physical and chemical
characteristics compared to normal peptide chains- It has a great varieties of applications in chemical  biological and
medical areas- The synthesis of peptide dendrimers reported in recent years were briefly introduced in this review -
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